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474 Pesticides 4% 2h Pesticides
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ISOLATION AND IDENTIFICATION OF IN SITU ATRAZINEDEGRADING
BACTERIA FROM CONTAMINATED SOILS

Da Xiarzhu HulJiang JiangJiandong Xu We Li SﬁurloengJr
( Cdlege d Life Sdence, Nanjing Agric Univ, Key Lab d Microbidogica Enginesring Agricultural
Emvironment, Ministry o Agricuture, Nanjing 210095, China )

Abgtract To overcome limtations of the traditional enrichment culturing method for degrading bacteria isolation , two
drains of bacteria, AGL and ADGL, cgpable of degrading atrazine dficiently , were ilated by dil uting and plating atrazi ne-con-
taminated ils directly onto plates coated with il extracts and arazine. They grew in medium with arazne as the sle urces
o nitrogen, carbon and energy , degrading 1 000 mg.~ ' of atrazine within 44 h and 48 h , reectively , and could d  grew with
ome other s-triazine herbicides as le nitrogen sources. Based on their 16S rDNA sequences andys s and their physologic and
biochemica characteridics, AGL and ADGL were identified as Arthrobacter pp. . Results of anplifying their degrading genes
with PCR, showed that arazine metalolic gerotype of AGL and ADGL were both combination of trzN and atzZBC. It isthe fird
report in the country about atrazine- degradi ng bacteria with such metalolic genotypes.

Key words Atrazine; In situ degrading bacteria; Ilation; Identification; Metabolic genotype



