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1 PCBs
Table1 PBs oontents and physco-chemicd properties o ils teted
PcBs” . . cEC?

) i pH Organic metter Alkdysable N Available P ] o »
il saple (ngg tadw) (kg1 (o kg™ 1) (mg kg™ Avalabe K (mg kg™ %) (cmol kg™ 7)
L1 484.5 4.9 46.9 282.7 17.8 90.0 20.8
L2 319.7 50 44.9 278.9 17.6 75.0 20.2
L3 214.8 4.9 49.3 311.5 10.1 78.1 20.2
L4 156. 6 51 48.1 212.7 9.8 82.4 18.0
L5 95.3 50 48.6 228.3 12.4 82.5 19.7
L6 64.0 52 50.1 221.7 12.9 94.3 20.5
L7 34.6 4.7 48.9 276.5 14.0 72.0 20.0
L8 15.3 50 48.4 211.4 14.2 96. 2 20.3
L9 4.1 51 49.4 241.8 10.7 78.0 16.8
L10 2.2 5.2 46.6 240.7 12.2 79.5 17.6

1) PCBs: Rolychlorinated biphenyls;2) CEC: Cation exchange capacity
045 0.60 1.00
#4
#10
L1l 2 '3 14 s fiel t7! fis! s Lo 49
#8
#7
#S
#3
#1
#6
L]
#2

2

1 P®Bs
Fg 1 DGGE andydsd PCBs contaminated paddy ils

DGCE

Fg 2 Qudering of silsteded acoording to DGGE data

(#1 corregpondsto L1, # 2 correponds to L2 ,etc. )

CANOQO forward , 7 , 2 (Axis 1)
PCBs 19.4% , (Axis 2)
(p<0.05) pH 15.4 % , 34.8%
, 3 L1 L6 :
L7 L10 , Gauch )
, L1 L6 ) , )
L7 L10 1] :
L1 L6 PBs PBs( ,r= - 0.838) (
, PCBs ; ,r=-0.527) , pH (
4 PCBs , ,r=-0.715) CEC( .1 =0.607)
CCA 2 ( , 1 =0.528)
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2

Table2 CCA o il bacterid community conpostions

Fig 3 Canicd oorregoondence andyss (CCA) of bacteria
community conpostions in il sanples
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[16]

DNA ,

Index of carpnical corregponding andys's Axis1 Axis 2 Axis3 Axis4
Egenva ues 0. 165 0.132 0.126 0.090
Secies environment correlation 0.993 0. 995 0.998 0. 961
Cumulative percentage correlation of gecies data 19.4 34.8 49.6 60. 2
Cumul ative percentage correlation of species environment relaion 26.0 46.7 66. 6 80.8
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VARIATION OF MICROBIAL COMMUNITIES IN PCBS CONTAMINATED AGRICW TURAL
SOILS AND INAL UENCING FACTORS

Wu Yucheng'? Luw Yongring'?' Teng Ying' Li Zhengao'

(1 Sail and Emvironment Bioremediation Research Centre , State Key Laboratory d Sail and Sustainable Agriculture,
Indtitute d Sail Science, Chinese Academy o Sdences, Nanjing 210008, China)
(2 Graduate Schod d the Chinese Academy o Sciences, Beijing 100039, China)

Abgract Microbid community conpostion in PCBs contaninated paddy fidd sils was andyzed by PCR-DGCE. Inpacts
of PBs and il phydoo-chemicad propertieson il microbid conpodtion were invedigated by caronical correspondence andy-
s s. Results show that il microbid community conrposition varied with il PCBsleve ,and soils rdatively higher in PCBs content
(64.0 484.5ngg ' dw) were quite close in community sructure. Moreover ,PCBs contarination dfected nore sgnificantly
(p<0.05) bacterid gecies conpostion in conparison with other il physico-chemicd factors such as available phosgphorus,
pH ,organic metter ,etc. ,suggesting that under the dress of P(Bs,the entire sil microbid community changed. In conclusion,
P(Bs pose a potertid ecologica risk to the microbid ecosystem in contami nated paddy soils.

Key words POBs;Agriculturd il ;Microbid community ; PCR-DGGE ; Caronicd corregpondence analys s



