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HuangJ Y, Li C X. Main factors of il microbial diversity and

SCIENTIFIC CONNOTATION AND ECOLOGICAL SERVICE FUNCTION
OF O IL M ICROBIAL D IVERSITY

Lin Xianguil'“ Hu Junli*?
(1 State Key Laboratory of Soil and Sustainable Agriculture, Institute of Soil Science Chinese Acadeny of Sciences Nanjing 210008, China)
(2 Joint Open Laboratory of Soil and the Envirorment, Institute of Soil Science and Hongkong B aptist U niversity, Nanjing 210008, China)

Abstract Soil microbial diversity is an indicator of gecies and genes of microbes in the il ecosysten and their
campetitive interactionswith the envirorment. The current study in thisfield isfocused mainly on geciesdiversity, genet-
ic diversity, structural diversity and functional diversity. A lthough the study on il microbial diversity as a global topic
has been carried on for ten remaining years, it has digplayed features like huge variety of objects, magnitude of contents,
broadness in level and novelty in method. However, molecular biological technologies lead and reflect progresses of the re-
search and development of il microbial ecology. Nowadays, howv to improve il microorganisn culturingmethods, how to
intensify analysis and gpplication of il metagenamics, hov t link il microbial diversity with service function, and how
o expose effect of microhabitat structure on il microbial diversity, are the four key <cientific issues The basic value of
the ecological service functions of il microbial diversity, of course, lies in decomposing organic matter, recycling nutri-
ents and regulating ecological safety. The study of il microbial diversity in the years tb come should center on its rela
tionship with biological processes and ecological service functions, and establidment of an index systan and amethodolog-
ical system for the study on il microbial diversity, and elucidation of biological processesof the effect of human activities
on il microbial diversity and its ecological service functions

Key words  Soil microbial diversity, Molecular biological technology; Soil biological process Ecological
rvice function



